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3 <110> APPLICANT: Nakamura, Toshikazu 

5 <120> TITLE OF INVENTION: NEOVASCULARIZATION INHIBITORS 
7 <130> FILE REFERENCE: Q61434 

9 <140> CURRENT APPLICATION NUMBER: 09/674, 377B 
10 <141> CURRENT FILING DATE: 2000-10-30 

12 <150> PRIOR APPLICATION NUMBER: PCT/JP99/01834 

13 <151> PRIOR FILING DATE: 1999-04-06 

15 <150> PRIOR APPLICATION NUMBER: JP 1998-134681 

16 <151> PRIOR FILING DATE: 1998-04-28 
18 <160> NUMBER OF SEQ ID NOS : 2 

20 <170> SOFTWARE: Patentln version 3.1 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 447 

24 <212> TYPE: PRT 

25 <213> ORGANISM: Homo sapiens 

27 <220> FEATURE: 

28 <221> NAME/KEY: MOD_RES 

29 <222> LOCATION: (1)..(1) 

30 <223> OTHER INFORMATION: pyroglutamate 

33 <220> FEATURE: 

34 <221> NAME/KEY: CHAIN 

35 <222> LOCATION: (1)..(447) 

36 <223> OTHER INFORMATION: N-terminal region of alpha-chain in HGF (PyrGlu32-Val478/HGF) 
39 <400> SEQUENCE: 1 
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78 145 150 155 160 

81 Ser Asn Pro Glu Val Arg Tyr Glu Val Cys Asp lie Pro Gin Cys Ser 

82 165 170 175 

85 Glu Val Glu Cys Met Thr Cys Asn Gly Glu Ser Tyr Arg Gly Leu Met 

86 180 185 190 

89 Asp His Thr Glu Ser Gly Lys lie Cys Gin Arg Trp Asp His Gin Thr 

90 195 200 205 

93 Pro His Arg His Lys Phe Leu Pro Glu Arg Tyr Pro Asp Lys Gly Phe 

94 210 215 220 

97 Asp Asp Asn Tyr Cys Arg Asn Pro Asp Gly Gin Pro Arg Pro Trp Cys 

98 225 230 235 240 
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153 <210> SEQ ID NO: 2 

154 <211> LENGTH: 442 

155 <212> TYPE: PRT 

156 <213> ORGANISM: Homo sapiens 

158 <220> FEATURE: 

159 <221> NAME/KEY: VARSPLIC 

160 <222> LOCATION: (130).. (131) 

161 <223> OTHER INFORMATION: deletion of five amino acids 

164 <220> FEATURE: 

165 <221> NAME/KEY: CHAIN 

166 <222> LOCATION: (1)..(442) 

167 <223> OTHER INFORMATION: N-terminal region of alpha-chain in HGF (PyrGlu32- 
Val478/HGF) 
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266 Gin Asp Cys Tyr Arg Gly Asn Gly Lys Asn Tyr Met Gly Asn Leu Ser 

267 355 360 365 

270 Gin Thr Arg Ser Gly Leu Thr Cys Ser Met Trp Asp Lys Asn Met Glu 

271 370 375 380 

274 Asp Leu His Arg His lie Phe Trp Glu Pro Asp Ala Ser Lys Leu Asn 

275 385 390 395 400 

278 Glu Asn Tyr Cys Arg Asn Pro Asp Asp Asp Ala His Gly Pro Trp Cys 

279 405 410 415 

282 Tyr Thr Gly Asn Pro Leu lie Pro Trp Asp Tyr Cys Pro lie Ser Arg 

283 420 425 430 

286 Cys Glu Gly Asp Thr Thr Pro Thr lie Val 

287 435 440 
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